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The establishment of diagnostic method for caries risk using SNPs analysis and the d
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OHTA, MASUMI

3,100,000 930,000
DLX3 SNPs
5 6 200 X
S.mutans high level rs2278163 SNP allele genotype
DLX3 rs2278163 SNP

In this study, we investigated whether single nucleotide polymorphisms(SNPs) in DL
X3 is associated with dental caries susceptibility in Japanese children. A total of 200 Japanese children
age 5 to 6 years with or without caries were recruited. The association between an allele and caries exper
ience as well as the genotype and caries experience was assessed by Chi-square analysis. In the SNPs analy
sis, both the alleles and the genotypes of rs 2278163 in DLX3 were associated with dental caries experienc
e in S.mutans high level group. As a result, our findings suggest that rs 2278163 SNP of DLX3 might be ass
ociated with dental caries susceptibility in Japanese population.
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