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Analysis of healthy oral microbiome
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85 1,953, 706reads
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82.6% 37

It has been suggested that oral microbiome effect on the healthﬁ status of
human body. In this study, we analyzed the salivary microbiome of the eighty five healthy older
person at the age of 90. By the next generation sequence, 1,953,706 reads were obtained and 1,195
bacteria were detected at species level. The species detected from more than 90 percent subjects 37
and they occupied 82.6% of total detected species. These bacteria can be the candidate of core oral
microbiome. However, several pathogenic bacteria were included. Human core microbiome should be
considered not merely prevalence and abundance. Interaction and balance of bacteria should be
considered to define the healthy oral microbiome.
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1 Species
2 Phylum
Phylum Acidobacteria, Bacteroides, Firmicutes
Fusobacteria, Proteobacteria, TM7
Species 85 13 13

Streptococcus sinensis group, Streptococcus pneumoniae group, Streptococcus salivarius
group,KV831974 s group, Streptococcus parasanguinis group, Veillonella dispar,
Granulicatella adiacens group, Streptococcus _uc, Streptococcus peroris
group,KE952139 s, Veillonella parvula group, Atopobium parvulum, AFQU s

59._8%
Streptococcus sinensis group
Streptococcus pneumoniae Atopobium
parvulum [1]1

Species 95 Veillonella atypica,
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Actinomyces uc,Rothia uc, Veillonella uc, Rothia mucilaginosa group,Streptococcus
gordonii group,Gemella haemolysans group,Campylobacter concisus group, Prevotella
melaninogenica, Rothia dentocariosa, Stomatobaculum [longum, JVLH s, Actinomyces
odontolyticus, Solobacterium moorei 14

16.8%
Campylobacter concisus
[1]1 Actinomyces odontolyticus Atopobium parvulum
[1]
90-95% Fusobacterium nucleatum group, Megasphaera

micronuciformis, Lachnoanaerobaculum saburreum group,Prevotella histicola, Haemophilus
parainfluenzae group, Prevotella uc, Streptococcus sanguinis group, Actinomyces
graevenitzii, Prevotella salivae, Oribacterium asaccharolyticum 10
7.1%
Fusobacterium nucleatum group
Fusobacterium nucleatum group
[2]
Species 37 82.6% 37
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