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Regulation of differentiation and proliferation at osteogenic front by G9a
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In this study, we aimed to elucidate how histone methyltransferase G9a
integrally regulates the expression of proliferation-related genes in osteoblast progenitors at the
osteogenic front. We found that the expression of Runx2 was not altered, but the expression of
Runx2-regulated Fgfrs (proliferation-related genes) and Osteocalcin (differentiation marker genes)
was repressed in G9a-deficient cells. Both G9a and Runx2 bound to the transcriptional regulatory
regions of Fgfrs and Osteocalcin, and endogenous G9a bound to Runx2, indicating that G9a enhanced
the transcriptional activation of Runx2.

These results suggest that G9a may be a member of the transcriptional regulatory complex of Runx2,
whichb:egulates transcription of genes involved in proliferation and differentiation of progenitor
osteoblasts.
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